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Synthesis of oligonucleotides via monomer and block coupling
Entry Oligomer 5'-to-3' Amidite Concd (M) # of couplings Time (min) Coupling efficiency (%) Yield? (%)
I (rU),edT rU (2a) 0.10 18 10 98.5 76.5
n (rU)ed T rU (2a) 0.15 18 20 98.7 80.1 > Monomer
1 (rU)edT ruu (9a) 0.10 9 10 97.2 77.8 .
IV (TU),sdT rUU (9a) 0.15 9 20 983 85.9 > Dimer Block
Y (rU)edT rUUU (14a) 0.10 6 10 86.5 418 .
VI (rAAUU ) dTdT rUUU (14a) 0.15 6 20 97.2 84.7 > Trimer Block
Vi (rAAUU ), dTdT rU (2a), rA (2b) 0.15 16 20 98.0 725
VIl (rAAUU ), dTdT rUU (9a), rAA (9b) 0.15 8 20 98.5 88.8

S5 g WA 2 Tk odof| thH| S5 0[&9] efficiencyE E1t SA|0|| £[Z yield= 4~5% atEl 252 2

[Source : “RNA synthesis via dimer and trimer phosphoramidite block coupling”, Tetrahedron Letters]
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3Q23 4Q23 1Q24 2Q24 3Q24
. xm-z-g-m ___________________________________________________________ 6_ .4_4. _4 ........................... 6754 ___________________________ 675 .é ___________________________ 6662 .............................. éé 1 _6.
..... %%IM_P32043484341432443235
IS Loll2 21.5 50.1 71.1 29.5 41.0
OHE=RH 57.6 120.6 72.8 44.6 50.5
X D XHAE 149.2 120.7 133.8 154.7 158.6
H| R SXH 324.1 327.1 334.4 341.8 368.1
SHEA 265.5 288.5 284.4 238.0 203.1
..... %%—‘?—XH1550837885763809
H| R SSAH 110.4 204.8 195.9 161.7 122.1
NI 198.0 188.9 180.8 156.1 118.6
R EA 379.0 386.9 391.4 428.2 488.5
#gﬁgo ................................ ....................... 2067 / ......................... 4762/ ........................ 385 8/ ......................... 4257/ .......................... 399 7/
Lt 70.1% 74.6% 72.7% 55.6% 41.6%
Afe/ZH/E 52.2% 48.8% 46.2% 36.5% 24.3%

=AIe/SHIE 46.6% 35.9% 28.0% 29.6% 15.9%
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3023 4023 2023 1024 2Q24 3024

e e . o T ——— s T -
VD 316 80.2 172.9 327 29.3 39.2
oiZZ0|2) . 24.3 40.4 12.1 19.0 15.3 22.5
mioju|of 2utea) 17.7 18.9 78.6 7. 18.3 16.4
ZArA | | 6.6 6.4 30.4 5.0 6.1 5.6
ggolel 6.7 21.5 335 0.7 -3.1 6.1
7|Et< 0.0 0.5 0.6 1.9 0.0 0.0
7|EMHI 0.1 0.1 0.4 0.0 0.2 0.1
=85 1.9 1.4 9.4 14 7.3 14.0
=s8H|E 34 9.9 19.7 10.3 3.2 5.2
HolNH|2H&0[2] 51 13.4 23.4 3.2 0.9 14.9
chty|&0]al 3.4 101 17.5 7.5 0.9 13.7

s S e e S peeeeee e o
FIgio/olE 11.9% 17.8% 11.8% 3.6% 6.9% 9.9%
o e 9.1% 11.1% 8.2% 14.5% 20% 24.1%

El7/20/9E 6.0% 8.3% 6.1% 10.5% 2.0% 22.2%
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